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<ir>0> 40 
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<2:o> i 

<2 11> 2295 

< 2 1 2 > DMA 

< 2 1 3 > Mouse 

<220> 
<2j:> CDS 

<222> (158).. (1105) 

< -t ( ' 0 > L 

gaai7t.;cggat ccactactcg acccacgcgt ccggccagga cctctgtgaa ccggtcgggg 60 

'-'■T'z'*5yg'-cgc ctggccggga gtctgctcgg cggtgggtgg ccgaggaagg gagagaacga 120 

tc^-rcggagca gggcgcccga actccgggcg ccgcgcc atg cgc egg gcc age cga 175 

Met Arg Arg Ala Ser Arg 
1 5 



'j'p- gtc cca cac gag ggt ccg ctg cac ccc gcg cct ti:;t gca cccj get 
G ly Va I Pro Hi s Glu Gl y Pro Leu His Pro Ala Pro Ser Ala Pro Ala 
25 30 35 



ge*:j ^^eg i'Cci ccc occ gcc ':cc cgc t^:^c citg t.. t c ct g cjcc c't c et c: 
P:"o Ala Pro Pro Pro Ala Ala Ser- Arg Ser' Mot Phe Peu Ala l.au Pou 



Phe Arg Ala Gin Met Asp Pro Asn Arg lie Ser Glu Asp Ser Thr His 

■7 s 8 0 ft s 

tgc ttt tat aga ate ctg aga etc cat gaa aac gca ggt ttg cag gac 463 

Cys Phe Tyr Arg He Le^^ Arc Leu His Glu Asn Ala Gly Leu Gin Asp 

90 95 100 

ti^g act ctg gag agt gaa gac aca eta cct gae tec tgir agg agg atg 511 

Ser Thr Leu Glu Ser Glu Asyj Thr Leu Pre Asp Ser Gys Arg Arg Met 

105 110 115 



aaa caa gcc ttt cag ggg gee gtg cag aag gaa ctg caa cac att gtg 559 

Lys Gin Ala Phe Gin Gly Ala Val Gin Lys i:;iu Lou Gin His He Val 

120 125 130 

ggg cca cag cgc ttc tea gga get cca get atg atg gaa ggc tea tgg 607 

Gly Pro Gin Arg Phe Ser Gly Ala Pro Ala Met Met Glu Gly Ser Trp 

135 140 145 150 

ttg gat gtg gee cag cga ggc aag cct gag gcc cag cca ttt gca cac 655 

Leu Asp Yal Ala Gin Arg Gly Lys Pro Glu Ala Gin Pro phe Ala His 
155 160 165 

etc acc ate aat get gee age ate cca teg ggt tec cat aaa gtc act 7 03 

Leu Thr lie Asn Ala Ala Ser He Pro Ser Gly Ser His Lys Val Thr 

170 175 ISO 

ctg tec tct tgg tac cac gat cga ggc tgg gcc aag ate tc t aac atg 7 51 

Leu Ser Ser Trp Tyr His Asp Arg Gly Trp Ala Lys He Ser Asn Met 

185 190 195 

acg tta age aac gga aaa eta agg gtt aac caa gat ggc ttc tat tac 799 

Thr Leu Ser Asn GLy Lys Leu Arg Val Asn Gin Asp Gly Phe Tyr Tyr 

200 205 210 

ctg tac gcc aac att tgc ttt egg cat cat gaa aca teg gga age gta 84 7 

Leu Tyr Ala Asn He Cys Phe Arg His His Glu Thr Ser Gly Ser Val 

215 220 225 2 30 



a=ia ate cca agt t^rt rat aa^r c^tg atg aaa gga ggg age acg aaa aac 943 

Lys lie Pro Ser Ser His Asn Leu Met Lys Gly Gly Ser Thr Lys Asn 

250 255 260 

t ijQ t rg ggc: a .'it t jaa tt r ca-:: t. '. tat t j j ata aat u 1 1. 'JLL.* 'J'J^'"* ^ '-^ - 

Trp Ser Gly Asn Ser Glu Phe His Pne ly-r Ser He Asn Val Gly Gly 



Pro Ser Leu Leu Asp Pro Asp Gin Asp Ala Thr Tyr Phe Gly Ala Phe 

^ r- n n. r\ ^ r\ C "5 1 n 

Z.-:) Li JUL/ jL^j ^ ^ ^ 

aaa gtt cag gac ata gac tgagactcat ttcgtggaac attagcatgg 1135 
Lys Val Gin Asp lie Asp 
315 

atgtcctaga tgtttggaaa cttcttaaaa aatggatgat gtctatacat gtgtaagact 1195 

actaagagac atggcccacg gtgtatgaaa ctcacagccc tctctcttga gcctgtacag 1255 

gttgtgtata tgtaaagtcc ataggtgatg ttagattcat ggtgattaca caacggtttt 1315 

acaattttgt aatgatttcc tagaattgaa ccagattggg agaggtattc cgaLgcLtaL 1375 

gaaaaactta cacgtgagct atggaagggg gtcacagtct ctgggtctaa cccctggaca 1435 

tgtigccactg agaaccti.t.ga aattaagagg a.tgcca.tgtc .?t;t7rTr"^aag^ ^a't"ga^ag^g 149S 

tgaagggtta agttcttttg aattgttaca ttgcgctggg acctgcaaat aagttctttt 1555 

tttctaatga ggagagaaaa atatatgtat ttttatataa tgtctaaagt tatatttcag 1615 

gtgtaatgtt ttctgtgcaa agttttgtaa attatatttg tgctatagta tttgattcaa 1675 

aatatttaaa aatgtctcac tgttgacata tttaatgttt taaatgtaca gatgtattta 1735 

actggtgcac tttgtaattc ccctgaaggt actcgtagct aagggggcag aatactgttt 1795 

ctggtgacca catgtagttt atttctttat tctttttaac ttaatagagt cttcagactt 1855 

gtcaaaacta tgcaagcaaa ataaataaat aaaaataaaa tgaatacctt gaataataag 1915 

taggatgttg gtcaccaggt gcctttcaaa tttagaagct aattgacttt aggagctgac 1975 

atagccaaaa aggatacata ataggctact gaaatctgtc aggagtattt atgcaattat 2035 

tgaacaggtg tcttttttta caagagctac aaattgtaaa t^ttgtttct tttttttccc 2 095 

ci c. g a a a a L. g i. acta a g 1. 1. a L o a u o o a a a a a a c a ci t. c: c: a c: 1 1: t: 1 1 a a r.. t... L ci g r. d a a g . : .:. d d 

L ^ a 1 1 1. 1 a L t a t_ a c t. g t; a c a .3 t a a a a g c a t: t_ g i, c t c g a a :.. u L L a ci t... :.. v.. 1. :.. t; g g 1 a c a £4 a Z ^'d 

aaataaattt gtacgaaaac ctgaaaaaaa aaaaaaaaaa aaaaaaaagg gcggccgctc 2275 

tagagggccc tattctatag 2295 



<210> 2 



J. Li i'lC u 



20 



30 



Ala Pro Ser Ala Pro Ala Pro Ala Pro Pro Pro Ala Ala Ser Arg Ser 
35 40 45 

Met Phe Leu Ala Leu Leu Gly Leu Gly Leu Gly Gin Val Val Cys Ser 
50 55 60 

lie Ala Leu Phe Leu Tyr Phe Arg Ala Gin Met Asp Pro Asn Arg lie 
65 70 75 80 

Ser Glu Asp Ser Thr His Cys Phe Tyr Arg lie Leu Aig Leu His Glu 
85 90 95 

J. x^xj. ii-u^ ^-.-jr ^^^^ --^^ ^^^^ _ ^ j_ 

10 0 10 5 1 1 

Asp Ser Cys Arg Arg Met Lys Gin Ala Phe Gin Gly Ala Val Gin Lys 
115 120 125 

Glu Leu Gin His lie Val Gly Pro Gin Arg Phe Ser Gly Ala Pro Ala 
130 135 140 

Met Met Glu Gly Ser Trp Leu Asp Val Ala Gin Arg Gly Lys Pro Glu 
145 150 155 160 

Ala Gin Pro Phe Ala His Leu Thr lie Asn Ala Ala Ser lie Pro Ser 
165 170 175 

Gly Ser His Lys Val Thr Leu Ser Ser Trp Tyr His Asp Arg Gly Trp 
180 185 190 

Ala Lys lie Ser Asn Met Thr Leu Ser Asn Gly Lys Leu Arg Val Asn 
195 200 205 

Gin Asp Gly Phe Tyr Tyr Leu Tyr Ala Asn lie Cys Phe Arg His His 

2 10 215 2 2 0 

C] \\i Thr S e r- G 1 y S e r" V a 1 Pro Thr As p Ty r L e u G 1 n L e u M e r; V a ! Ty r 
2 2 5 '230 235 2 4 0 

Val Val Lys Thr Ser lie Lys lie Pro Ser Ser His Asn Leu Met Lys 
245 250 255 

Gly Gly Ser Thr Lys Asn Trp Ser Gly Asn Ser Glu Phe His Phe Tyr 

2 6 0 2 6::) 2 7 0 



305 310 315 



<210> 3 
<.^11> 2271 

< 2 1 2 > DNA 
<213> Human 

-220> 
<221> CDS 

< 2 2 2 > ( 1 8 5 ) . . ( 11 3 5 ) 
'^400> 3 

aagcrtggta ccgagctcgg atccactact cgacccacgc gtccgcgcgc cccaggagcc 60 

^caactcoo coccccacc^t cc^a'^'^c t ccg ccgcagf"'^ ^0^"^^^^^^^ 120 

cgcagacaag aaggggaggg agcgggagag ggaggagagc tccgaagcga gagggccgag 180 

cgcc atg cgc cgc gcc age aga gac tac acc aag tac ctg cgt ggc teg 22 9 
Met Arg Arg Ala Ser Arg Asp Tyr Thr Lys Tyr Leu Arg Gly Ser 
15 10 15 

gag gag atg gge gge ggc ccc gga gcc ccg eac gag ggc cce etg cac 277 
i^lu Glu Met Gly Gly Gly Pro Gly Ala Pro His Glu Gly Pro Leu His 
2 0 2 5 3 0 

gcc ccg ccg ccg cet geg ccg cae eag ccc ccc gcc gcc tec cgc tee 32 5 
Ala Pro Pro Pro Pro Ala Pro His Gin Pro Pro Ala Ala Ser Arg Ser 
35 40 45 

atg ttc gtg gcc etc etg ggg ctg ggg ctg gge eag gtt gte tgc age 3^'3 
Met Phe Val Ala Leu Leu Gly Leu Gly Leu Gly Gin Va 1 Val Cys Ser 
50 55 60 

gte gcc ctg ttc tte tat ttc aga gcg cag atg gat cet aat aga ata 421 
7/a 1 Ala Lou Phe Phe Tyr Phe Arg Ala Gin Met Asp Pro Asn Arg lie 



\ X 'Taa cia: cwic ar:. c^xc t.:ac a t r "ai acia a:_:. t- c; aqci c c era* ci..ia 

8 0 8 5 9 0 ^5 

aat gea gat ttt caa gac aca act ctg gag agt caa gat aea aaa tta 

Asn Ala Asp Phe Gin Asp Thr Thr Leu Glu Ser Gin Asp Thr Lys Leu 

10 0 L 0 5 110 

a t a c t y a t. t e a t g t a g g aga a 1 1 aaa J a g gcc t: 1 1 c: a a g g a g c I g t.. g 



aaa gcg atg gtg gat ggc tea tgg tta gat ctg 



jV i3 CI 

14 5 



Leu 



150 



ctt gaa get cag cct ttt get cat ete act att 
Leu Glu Ala Gin Pro Phe Ala His Leu Thr lie 
160 165 170 



gee aag 

Ala Lyc 
155 

£iat gee 

Asn Ala 



agg age aag 661 



ciee gac ate 70 9 
Thr Asp lie 
175 



cca tet ggt tec eat aaa gtg agt ctg tee tct tgg tae 
Pro Ser Gly Ser His Lys Val Ser Leu Ser Ser Trp Tyr 
180 185 



eat gat egg 
His Asp Arg 
190 



757 



ggt tgg gee aag ate tee aac atg act ttt aye adt gga adct c td at a 
Gly I'rp Ala Lys lie Ser Asn Met Thr Phe Ser Asn Gly Lys Leu lie 
195 200 :';05 



^7:3 1 Ao>n fTZl-n Ac 



-> i- ^- :=i f- rrr^r^ 



^y.^ 



210 



215 



eat cat gaa act tea gga gac eta get aca gag 
His His Glu Thr Ser Gly Asp Leu Ala Thr Glu 
225 230 



a s c att 

A 9 n J ^ 

220 

tat ctt 
Tyr Leu 
235 



tee ttt cca. 

fx/c; Phf^ Ar-n 



caa eta atg 
Gin Leu Met 



ft s-^^ 



901 



gtg tac gtc act aaa ace age ate aaa ate cca agt tct 
Val Tyr Val Thr Lys Thr Ser lie Lys lie Pro Ser Ser 
240 245 250 



(irat acc ctg 
II is Thr Leu 
255 



949 



atg aaa gga gga age acc aag tat tgg tea ggg aat tct gaa tte cat 
Met Lys Gly Gly Ser Thr Lys Tyr Trp Ser Gly Asn Ser Glu Phe His 
260 265 270 



997 



ttt tat tec ata aac gtt ggt gga ttt ttt aag tta egg 
Phe Tyr Ser lie Asn Val Gly Gly Phe Phe Lys Leu Arg 
275 280 



tct gga gag 
Ser Gly Glu 
285 



1045 



gaa ate age ate gag gtc tec aac ecc tec tta ctg gat 

Glu iLe Ser lie Glu Val Ser Asn Pro Ser Leu Leu Asp 

2 9 0 2 9 5 3 0 0 



ceg gat cag 
Pro Asp Gin 



1093 



ar g-::a aca tac ttt. gga get 
sp Aia Thr- 'Yyr Phe t;ly Ala 
i0 5 3 10 



aaa at t cqa 
Ly .3 Va I A l g 



gat a*: a ^ia*z 
Asp T 1 e Asp 

3 1. 5 



tgagccccag 1 1 tt tggag:: gttatgtat t tec^tggatgt 
aagceaagaa agatgta tat aggtgtgtga gac tac t aag 
acgactcagt atccatgc tc t tgacc t tgt agagaacacg 



ttggaaacat tttttaaaac 119 5 
aggcatggcc ccaacggtac 1 2 5 5 
cgtattta::a gccagtggga 1315 



gcaattgaag gatcatctga aggggcaaat tcttttgaat tgttacatca tgctggaacc 1555 

rgcaaaaaat actttttcta atgaggagag aaaatatatg tatttttata taatatctaa 1615 

agttatattt cagatgtaat gttttctttg caaagtattg taaattatat ttgtgctata 1675 

gtatttgatt caaaatattt aaaaatgtct tgctgttgac atatttaatg ttttaaatgt 1735 

acagacatat ttaactggtg cactttgtaa attccctggg gaaaacttgc agctaaggag 1795 

gggaaaaaaa tgttgtttcc taatatcaaa tgcagtatat ttcttcgttc tttttaagtt 1855 

aatagatttt ttcagacttg tcaagcctgt gcaaaaaaat taaaatyyat gccttgaata 1:^15 

ataagcagga tgttggccac caggtgcctt tcaaatttag aaactaattg actttagaaa 1975 



aattgttgaa caggtgtttt tccacaagtg ccgcaaattg tacctttttt tttttttcaa 2095 

aatagaaaag ttattagtgg tttatcagca aaaaagtcca attttaattt agtaaatgtt 2155 

atcttatact gtacaataaa aacattgcct ttgaatgtta attttttggt acaaaaataa 2215 

atttatatga aaaaaaaaaa aaaagggcgg ccgctctaga gggccctatt ctatag 2271 



<210> 4 
<211> 317 
<212> PRT 
< 2 1 3 > Human 

<400> 4 

Met Arg Arg Ala Ser Arg Asp Tyr Thr Lys Tyr Leu Arg Gly Ser Glu 
15 10 15 

g;.u Met Gly Gly Gly Pro Gly Ala Pro His Glu Gly Pro Leu His Ala 
20 25 30 

P o F I o Pro Pro Ala P i" o His G 1 r i P o Fro A j_ a A ^ a S e i" Arg S e i"~ M e t 
3 5 4 0 4 5 

Pho Val Ala Lou Lou Gly Lou Gly Leu Gly Glu Val Val Cys Ser Val 
50 55 60 

Ala Leu Phe Phe Tyr Phe Arg Ala Gin Met Asp Pro Asn Arg lie Ser 

6 5 70 75 80 

Glu Asp Gly Thr His Cys Tie Tyr Arg lie Leu Arg Leu His Glu Asu 



• 



VJJ -L 



c u Gin }■■{ is lie Vcxi. C\y Scr Cln Hie lie 
130 135 140 



Ala Met Val Asp Gly Ser Trp Leu Asp Leu Ala Lys Arg Ser Lys Leu 
145 150 155 160 

Glu Ala Gin Pro Phe Ala His Leu Thr lie Asn Ala Thr Asp lie Pro 
165 170 175 

Ser Gly Ser His Lys Val Ser Leu Ser Ser Trp Tyr His Asp Arg Gly 
180 185 190 

Trp Ala Lys lie Ser Asn Met Thr Phe Ser Asii Gly Lys Leu lie Val 

195 200 205 

Asn Gin Asp Gly Phe Tyr Tyr Leu Tyr A_l a. A.sn lie Gy s Phe Hic; 
210 '^15 ^ 0 

His Glu Thr Ser Gly Asp Leu Ala Thr Glu Tyr Leu Gin Leu Met Val 
225 230 235 240 

Tyr Val Thr Lys Thr Ser lie Lys lie Pro Ser Ser His Thr Leu Met 
245 250 255 

Lys Gly Gly Ser Thr Lys Tyr Trp Ser Gly Asn Ser Glu Phe His Phe 
260 265 270 

Tyr Ser lie Asn Val Gly Gly Phe Phe Lys Leu Arg Ser Gly Glu Glu 

275 280 285 

He Ser He Glu Val Ser Asn Pro Ser Leu Leu Asp Pro Asp Gin Asp 
290 295 300 

Aia Thr Tyr Phe Gly Ala Phe Lys Val Arg Asp He Asp 
305 310 315 




< 2 2 0 > 

<2 2 3> 2)escription of Artificial Sequence : Synthet ic 
C)l igonuclcotide 

<400> 5 



<::::3> Description of Artificial Sequence: Synthetic 
01 igonuc leot ide 

<40Ci> 6 

tacgcactcc gcggttagtc tatgtcctga actttga 



<:;-■ ()> 7 
<211> 51 
<:\12> DNA 

<.:i3> Artificial Sequence 
<2:\ 0> 

<r;l:3> Description of Artificial Sequence: Synthetic 
<400> 7 

atttgattct agaaggagga ataacatatg catgaaaacg caggtc tgca g SI 



<210> 8 
<jll> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<2 23> Description of Artificial Sequence : Synthetic 
Oligonucleotide 

<400> 8 

tatccgcgga tcctcgagtt agtctatgtc ctgaactttg aa 4 2 



<210> 9 

<2I1> 54 

< 2 1 2 > DNA 

<.: 1..3> Art 1 f i.cial Sequence 
^(1> 

<4 00> 9 

atttgattct agaaggagga ataacatatg tctgaagaca ctctgccgga ctcc 54 



<210> 10 



- 10 - 



tatccgcgga tcctcgagtt agtctatgtc ctgaactttg aa 



<210> 11 
<Jll> 48 
<::12> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Oj. igonucleot ide 

<^;oo> 11 

atttgattct agaaggagga ataacatatg aaacaagctt ttcagggg 



<210> 12 
<211> 42 
<212> DNA 

<213> A2"tificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
01 igonu elect ide 

<400> 12 

tatrjcgcgga tcctcgagtt agtctatgtc ctgaactttg aa 



<210> 13 
<211> 51 

< 2 1 2 > DNA 

<2 1 3 > Art i f icial Sequence 

< 2 2 0 > 

<22 3> Denser ipt ion of Artificial Sequence: Synthetic 
O i gonuc ] eo 1 1 de 

;oo> : 

c:i ' . v.. L ga * . c t.. agaaggagga ci t. aac a I. a g a aaga c^c \ .g c calj c a c a l g 



;210> 14 

;211> 42 

:212> Dr:A 

;2 1. 3> Artificial Sec.iuer:c: 



- 11 - 



1 5 
51 
DNA 

Artificial Sequence 

^:l:23> Description of Artificial Sequence: Synthetic 
01 igonucleot ide 

^ 4 (.) 0 > 15 

at,ttgattct agaaggagga ataacatatg cagcgtttct ctggtgctcc 



16 
42 
DNA. 

A r t f i r- -i n 1 s q^ 1 
<:; 2 0> 

<223> Description of Artificial Sequence: Synthetic 
01 igonucleot ide 

<^400> 16 

tatccgcgga tcctcgagtt agtctatgtc ctgaactttg aa 



<210> 17 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
01 igonucleot ide 

<400> 17 

g":tct:cctca tatggaaggt tcttggttgg atgtggccca 



18 



:2 13: 



Artificial Sequence 



:220> 

:223> Description of Art i f : 
0 1 1 CI o n u r 1 e o t 1 ci 



1. 1 S e u e n c e : S ^/ r^- 1 h e tr i c 



• 0 



<213> Artificial Sequence 
<220> 

<J23> Description of Artificial Sequence: Synthetic 
L >1 igonuc 1 eo t i de 

<;0C!> 19 

gttctcctca tatg(::i^t ggt aaacctgaag ctcaaccatt tgca 4 4 



<jlO> 20 
<2 11> 3 7 
< 2 1 2 > DNA 

<2i3> Artificial Sequence 
<2 2 0> 



^"^ 2^ ^*e S'''L_ _ 

' J 1 i oon^.ic 1 e* J t id.e 

< 4 0 0> 2 0 

taijgcactcc gcggttagtc tatgtcctga actttga 37 



<2i0> 21 
<211> S3 
< 2 1 2 > DNA 

<2 13> Artificial Sequence 
<220> 

<2 23> 2">escr ipt i(Dn of Artificial Sequence: Synthetic 
01 igonuc leot ide 

<400> 21 

gttctcctca tatgaaacct gaagctcaac catttgcaca cctcaccatc aat 53 



; 10 = 
■11- 



22 



Cil 1 gonuc^ 1 eij t i de 
<400> 22 

t: a c g c a c t c c g c g g 1 1 a g t c t a t g t c c t g a a c t- 1 t g a 3 7 



01 igonucleot ide 
<400> ::3 

gctctC'i.-tca tatgcattta actattaacg ctgcatctat cccatcgggt tcccataaag 60 
tcact 65 



<210> ::4 

<jlL> 37 

<212> DNA 

<213^ Artificial 



Sequence 



<'.':2 3^ Description of Artificial Sequence: Synthetic 
t'l igonucleot ide 

< a 0 0 > ^'A 

tacgi'^artr^r nrnnt t Ptat r fatgtrftga artttga 37 



<210> 25 
<211> 59 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
tjl igonucleot ide 

<400> 25 

gttctcctca tatgactatt aacgctgcat ctatcccatc gggttcccat aaagtcact 59 



< 2 1 0 > 2 6 
<211> 37 
<212> DNA 

<213> Artificial Sequence 

. . i . /t . ' ^ 'C s c r iL p I, .1 oi i o i. .^-1 1 1 1 1- 1 c I a .i Ij e qu e ri c e : !_■:) y 1 1 ^ e t_ c' 
( J 1 i q c> n i; cM e o i ci e 

<:-;0r):" 26 

t::."icyf.:actcc gcggttagtc tatgtcctga actttga 37 



<: ;; 1 0 

<^12 



2 7 

3 0 
DNA 



- 14 - 



cctcta-^gcc tgtactttcg agcgcagatg 



30 





Description of Artificial Sequence: Synthetic 
0 I igonucleot ide 



cctctg-ggc cgcgt 



ctatg tcctgaactt 



32 




2 9 
'1 6 



<212> DIJA 

<2I3> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
'21 igonucleot ide 

< 4 iJ 0 > 2 9 

cctctc*.. cga gtggacaacc cagaagcctg aggcccagcc atttgc 46 

<210> 30 
<2 11> 3 2 

< 2 1 2 > DNA 

< 2 1 3 > Ar t i f i c ia 1 Sequence 




Description of Artificial Sequence: Synthetic 
(.""1 J. igonucleot ide 




L'lJA 

Art 1 f ic lal Sequence 



o r: o : 



S c: o nee: S y n t. h t ■ :. i c; 



5 6 
DI J A 

Artificial Sequence 
< j20> 

<J23> Description of Artificial Sequence: Synthetic 
01 igonucleot ide 

<4 00> 3 2 

t>::oatgatgt ccaggagcac caggagtgcg cagcacagcc acttgttcat ggtgga 



<212> PRT 

<213> Artificial Sequence 
< 2 2 0 > 

<2 23> Denser ipti on of Artificial Sequence : Synthetic 
Peptide 

<-;oo> 33 

Asn Ala Ala Ser lie Pro Ser Gly Ser His Lys Val Thr Leu Ser Ser 
15 10 15 

Trp Tyr His Asp Arg Gly Thr Ala Lys lie Ser 
20 25 



<210> 34 
<211> 28 
<212> PRT 

<213> Artificial Sequence 
<220> 

<2 2 3> Dejscript ion of Art i f icial Sequence : Synthetic 
01 igonuirleotide 



_ 1 G i ' r o 



20 



25 



;al Tyr Val Val Lys Thr Ser He Lys He Pro Ser Ser His Asn Leu 

15 m 



Ket 



<210> 36 
<jll> 31 
<.:12> DNA 

<jl3> Artificial Sequence 
< 2 2 0> 

<::23> Description of Artificial Sequence: Synthetic 
01 igonuc leot ide 

<400> 36 

tctccaagct tgtgactctc caggtcactc c 



<210> 37 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
Peptide 

<400> 37 

tctccgcggc cgcgtaagcc tgggcctcat tgggtg 



<210> 38 
<2I1> 7 2 
<2L2> DMA 

<213> Artificial Sequence 

< 2 0 > 

0\ igonuc 1. oo t_ i de 
<4 00> 3b 

ctagcaccat gaacaagtgg ctgtgctgcg cactcctggt gctcctggac atcattgaat 60 
ggacaaccca ga 



<2 10:- 3 9 
<211> 7 2 
< ? ^ 2 > O^JA 



<400> 39 

ajcttctggg ttigtccacrc aatgatgLcc ag gag caeca ggagtgcgca gcacagccac CO 
trgttcatgg tg 72 



<210> 40 
<J11> 9 
<jl2> PRT 

<213> Artificial Sequence 
< j20> 

<223> Description of Artificial Sequence: Synthetic 
01 igonucleot ide 



<400> 40 

Lys Leu Val Thr Leu Gin Val Thr Pro 
1 5 



